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3 <110> APPLICANT: CIHLAR, TOMAS 

5 <120> TITLE OF INVENTION: NOVEL GENE ENCODING ORGANIC ANION TRANSPORTER 
7 <130> FILE REFERENCE: 240.1PCD 

9 <140> CURRENT APPLICATION NUMBER: 10/086, 816A 
C--> 10 <141> CURRENT FILING DATE: 2002-10-15 

12 <150> PRIOR APPLICATION NUMBER: 09/330,245 

13 <151> PRIOR PILING DATE: 1999-06-10 

15 <150> PRIOR APPLICATION NUMBER: 60/132,267 

16 <151> PRIOR FILING DATE: 1999-05-03 

18 <150> PRIOR APPLICATION NUMBER: 60/088,864 

19 <151> PRIOR FILING DATE: 1998-06-11 
21 <160> NUMBER OF SEQ ID NOS : 10 

23 <170> SOFTWARE: Patentin Ver . 2.1 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 2123 

27 <212> TYPE: DNA 

28 <213> ORGANISM: Homo sapiens 

30 <220> FEATURE: 

31 <221> NAME/KEY: CDS 

32 <222> LOCATION: ( 263 )..( 1912 ) 

34 <400> SEQUENCE: 1 

35 ttcctgccct gacccccaaa gtgaggagaa gctgcaaggg aaaagggagg gacagatcag 60 
37 ggagaccggg gaagaaggag gacgagccaa ggaggctgct gtccccccac agagcagctc 120 
39 ggactcagct cccgggaagc aacccagctg cggaggcaac ggcagtgctg ctcctccagc 180 
41 gaaggacagc aggcaggcag acagacagag gtcctgggac tggaaggcct cagcccccag 240 

43 ccactgggct gggcctggcc ca atg gcc ttt aat gac etc ctg cag cag gtg 292 

44 Met Ala Phe Asn Asp Leu Leu Gin Gin Val 

45 15 10 
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183 gaaggggcct tacagaaccc taaagggagg gaaggtccta caggtctccg gccacccaca 1982 
185 caaggaggag gaagaggaaa tggtgaeeca agtgtggggg ttgtggttea ggaaagcate 2042 
187 ttcccagggg tccacctccc tttataaace ceaceagaac caeatcatta aaaggtttga 2102 
189 ctgcgaaaaa aaaaaaaaaa a 2123 

192 <210> SEQ ID NO: 2 

193 <211> LENGTH: 550 

194 <212> TYPE: PRT 

195 <213> ORGANISM: Homo sapiens 

197 <400> SEQUENCE: 2 

198 Met Ala Phe Asn Asp Leu Leu Gin Gin Val Gly Gly Val Gly Arg Phe 

199 15 10 15 
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304 <210> SEQ ID NO: 3 

305 <211> LENGTH: 77 

306 <212> TYPE: DNA 

307 <213> ORGANISM: Artificial Sequence 

309 <220> FEATURE: 

310 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

311 oligonucleotide 

313 <400> SEQUENCE: 3 

314 accgtctaga attcttttta tttttaattt tctttcaaat acgtccacca tggcctttaa 60 

315 tgacctcctg cagcagg 77 

318 <210> SEQ ID NO: 4 

319 <211> LENGTH: 51 

320 <212> TYPE: DNA 

321 <213> ORGANISM: Artificial Sequence 

323 <220> FEATURE: 

324 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

325 oligonucleotide 

327 <400> SEQUENCE: 4 

328 tactcacgtg gatcctgatc agacgtctgt aggaccttcc ctccctttag g 51 

331 <210> SEQ ID NO: 5 

332 <211> LENGTH: 9 

333 <212> TYPE: DNA 

334 <213> ORGANISM: Artificial Sequence 

336 <220> FEATURE: 

337 <223> OTHER INFORMATION: Description of Artificial Sequence: Kozak 

338 consensus sequence 

340 <400> SEQUENCE: 5 

341 ccaccatgg 9 

344 <210> SEQ ID NO: 6 

345 <211> LENGTH: 25 
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